Pastor 3 , Mario Fernández-Zertuche 1 * Figure S1 2 Figure S2 3 Figure S3 4 Figure S4 5 Figure S5 6 Figure S6 7 Figure S7 8 Figure 8S 9 Figure S9 10 Figure S10 11 Figure S11 12 Figure S12 13 Figure S13 14 Figure S14 15 Figure S15 16 Figure S16 17 Figure S17 17 Figure S18 18 Figure S19 19 Figure S20 20 Figure S21 21 Figure S22 22 Table S1 22 Figure S23 23 Figure S24 25 Figure S25 26 Table S2 26 Figure S26 27 Figure S27 28 Figure S1 . 1 H NMR (D2O, 200 MHz) of 4-(Pyrrolidin-1-yl)butanoic acid (9a). Figure S26 . Homology model of Pseudomonas GABA-AT. The active site and protein cavity (blue color) is displayed. Electrostatic potential map of Pseudomonas GABA-AT. Blue, red and white colors represent regions with positive, negative and neutral electrostatic potential value, respectively. PLP prosthetic group is shown as spacefill model. Figure S27 . Homology model of human GABA-AT, the active site and protein cavity (purple color) is displayed. Electrostatic potential map of human GABA-AT. Blue, red and white colors represent regions with positive, negative and neutral electrostatic potential value, respectively. PLP prosthetic group and Fe2/S2 cluster are shown as spacefill model.
